Introduction
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Rickettsia, a genus of Alphaproteobacteria that contains microorganisms transmitted by 60 arthropods, is divided into four groups: the ancestral group, typhus group (e.g. Rickettsia 61 typhi), transitional group (e.g. R. australis) and spotted fever group (e.g. R. conorii and R. 
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The first one can be utilized to study a highly invasive model of rickettsial disease, 
102
Rickettsial quantification was performed using a qPCR assay to measure the viable The standard curve was determined as described above in a qPCR assay to measure the Fig. 1A and B) . The disease was characterized by ruffled fur, erythema, labored breathing, decreased 241 activity, and hunched back, which began on day three p.i., and the severity of these signs 242 intensified with time. The decreased body weight and body temperature observed in the 243 dose-range study were replicated ( Fig. 2A and B) . Significant splenomegaly was 244 observed on days three and five when compared with the control group (Fig. 2C) . The most marked findings in the complete blood cell counts of lethally infected animals 249 were significant thrombocytopenia on days one, three and five p.i. that gradually 250 progressed in severity each day and neutrophilia on days three and five p.i. (Fig. 2D All tissues of RpARFL-infected mice assayed contained rickettsial DNA. In the spleen, 263 lung and liver, qPCR analysis revealed that the peak bacterial loads occurred on day 264 three p.i., with statistical significance, and decreased on day five p.i. (Fig. 3A, B and C) .
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In the heart and kidney, the bacterial loads appeared to peak on day three, but without 266 differences among the days of infection reaching statistical significance ( Fig. 3D and E) .
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Infection was observed in the brain on days three and five p.i., with no statistical 268 significance between the time points (Fig. 3F) . In the blood, the peak bacterial load was 269 observed on day five p.i. (Fig. 3G) . and perivascular interstitial cellular infiltration beginning on day three (Fig. 5A) . The 278 kidney showed inflammatory mononuclear cellular infiltration between the renal tubules 279 and intertubular capillaries (Fig. 6A) . Interstitial pneumonia was observed beginning on 280 day three p.i. (Fig. 7A) . Cellular infiltration in liver was characterized by a high ratio of 281 polymorphonuclear cells to mononuclear cells on day three p.i., and the inverse was 282 observed on day five p.i., fewer polymorphonuclear cells and an increase in mononuclear 283 cells ( Fig. 8A and B) . RpARFL organisms were associated with vessels of the 284 microcirculation in areas of pathological damage in the brain, lung, kidney and heart by 285 immunohistochemical staining (Fig. 4C, D , 5B, 6B and 7B). In the liver tissue RpARFL fur, erythema, labored breathing, decreased activity, and hunched back, which began on 300 day three p.i. and coincided with the peak bacterial loads in some tissues (Fig. 4) . Other 301 significant observations included splenomegaly (on days three and five p.i.), neutrophilia 302 (on days three and five p.i.), and thrombocytopenia (on days one, three and five p.i.). Two 303 previous studies also reported that R. parkeri causes dose-dependent severity in mice.
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In one study, the authors infected C3H/HeN mice with 5.5 x 10 6 of the R. parkeri 
